SEQUENCE LISTING 



110 > Sheppard, Paul O. 
Bishop, Paul D. 

120> Human Seleno- cysteine Containing Protein 
Zsell 

130> 00-74 

<150> 60/256,685 
<151> 2000-12-18 

<160> 4 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 443 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> 443 

<223> n = A,T,C or G 



<400> 1 ^^t- nrhacttctc qcqqcgcttg tggccccagc 60 

gagcctcctg ttgcctccgc tggcgctgct ^gcttctc gcgg g 9 gcccg 120 

cacagccgcc actgcctacc ggccggactg ^cgtctg 9 99 ctt tcgtcac 180 

ggtagagacc tgcgggggat gacagctgaa ^cgcctaaag ^tgaagg J 24Q 

gcaggacatt ccattctatc acaacctggt 9^gaaacac ^ccctgggg | 3Q0 

Ictcgtgctg ctgggccgcc gctacgagga "tagagcgc ^cccactca g g 9 ^ 

ccgcgaagag atcaatgcgc tagtgcagga ^tcggcttc taccgcaagg gg 9 ^ 

cgcgcaggtg ccccccgagt acgtgtgggc gcccgcgaag cccccagagg a ^ 
ccacgctgac ctgtaggtcc ggn 



<210> 2 
<211> 145 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (48) . • • (48) 

<223> Xaa is selenocysteine . 



Metier Leu Leu Leu Pro Pro Leu Ala^Leu Leu Leu Leu LauAl. Ala 
L e U val Ala Pro Ala Thr Ala AlaJhr^Ala Tyr Arg Pro^Asp Trp Asn 
Arg Leu Ser Gly Leu Thr ArgMa'Lg Val Glu Thr Cys Oly Gly Xaa 
Gin Leu Asn Arg Leu Lys Glu'val Lys Ala Phe Val Thr Gin Asp He 
Pro Phe Tyr His Asn Leu".! Met Lys His Leu Pro Gly Ala Asp Pro 



65 70 75 80 

Glu Leu Val Leu Leu Gly Arg Arg Tyr Glu Glu Leu Glu Arg lie Pro 

85 90 95 

Leu Ser Glu Met Thr Arg Glu Glu lie Asn Ala Leu Val Gin Glu Leu 

100 105 110 

Gly Phe Tyr Arg Lys Ala Ala Pro Asp Ala Gin Val Pro Pro Glu Tyr 

115 120 125 

Val Trp Ala Pro Ala Lys Pro Pro Glu Glu Thr Ser Asp His Ala Asp 
130 135 140 

Leu 
145 



<210> 3 
<211> 435 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> This degenerate nucleotide sequence encodes the 
amino acid sequence of SEQ ID NO; 2. 

<221> misc_feature 

<222> 6, 9, 12, 15, 18, 21, 24, 27, 30, 33, 36, 39, 42, 45, 48, 

51, 54, 57, 60, 63, 66, 69, 72, 75, 78, 84, 87, 99, 102, 

105, 108, 111, 114, 117, 120, 123, 126, 132, 138, 141, 142, 

143, 144, 150, 156, 159, 168, 174, 180, 183, 195, 210, 213 
<223> n = A,T,C or G 

<221> misc_f eature 
<222> 225, 228, 231, 234, 
276, 282, 288, 291, 294, 
348, 354, 357, 360, 366, 
405, 408, 417, 420, 429, 
<223> n = A,T,C or G 

<400> 3 

atgwsnytny tnytnccncc nytngcnytn ytnytnytny tngcngcnyt ngtngcnccn 60 
gcnacngcng cnacngcnta ymgnccngay tggaaymgny tnwsnggnyt nacnmgngcn 12 0 
mgngtngara cntgyggngg nnnncarytn aaymgnytna argargtnaa rgcnttygtn 180 
acncargaya thccnttyta ycayaayytn gtnatgaarc ayytnccngg ngcngayccn 240 
garytngtny tnytnggnmg nmgntaygar garytngarm gnathccnyt nwsngaratg 300 
acnmgngarg arathaaygc nytngtncar garytnggnt tytaymgnaa rgcngcnccn 3 60 
gaygcncarg tnccnccnga rtaygtntgg gcnccngcna arccnccnga rgaracnwsn 42 0 
gaycaygcng ayytn 43 5 

<210> 4 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Selenocysteine insertion motif. 



240, 246, 249, 252, 255, 258, 261, 264, 
303, 306, 321, 324, 327, 336, 339, 
372, 375, 378, 387, 393, 396, 399, 
435 



<221> variation 

<222> (5) . . . (14) 

<223> N is A, T, G, or C. 



<221> variation 
<222> (15) . . • (16) 

<223> N is A, T, G, C or absent. 

<221> variation 

<222> (19) . . • (34) 

<223> N is A, T, G, or C. 

<221> variation 
<222> (35) . - - (44) 

<223> N is A, T, G, C, or absent. 

<221> variation 

<222> (45) . . • (45) 

<223> N is A, T, G, or C. 

<221> variation 

<222> (48) . . . (48) 

<223> N is A, T, G, or C. 



luganrlnn nnnnnnaann nnnnnnnnnn nnnnnnnnnn nnnnngan 



ID BE440123 standard; RNA; EST; 656 BP. 
XX 

AC BE440123; 
XX 

SV BE440123.1 
XX 

DT 30-JTJL-2000 (Rel . 64, Created) 

DT 30-JUL-2000 (Rel. 64, Last updated, Version 1) 

XX 

DE HTM1-928R HTMl Homo sapiens cDNA, mRNA sequence* 
XX 

KW EST. 
XX 

OS Homo sapiens (human) 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; Mammalia; 

OC Eutheria; Primates; Catarrhini; Hominidae; Homo. 

XX 

RN [1] 

RP 1-656 

RA Gonzalez P., Epstein D.L., Borras T. ; 

RT "Characterization of gene expression in human trabecular meshwork using 

RT single-pass sequencing of 1060 clones"; 

RL Invest. Ophthalmol. Vis. Sci . 0:0-0(2000). 
XX 

DR UNILIB; 5488; 5488. 
XX 

CC Contact: Pedro Gonzalez 

CC Department of Ophthalmology 

CC Duke University 

CC Duke Eye Center, Erwin Rd, Box 3802, Durham, NC 27710-3802, USA 

CC Tel: 919 681 4085 

CC Fax: 919 684 8983 

CC Email : pedro . gonzalez@duke . edu . 

XX 

FH Key Location/Qualifiers 



FH 
FT 
FT 
FT 
FT 
FT 
FT 
XX 
SQ 



source 



Sequence 656 BP; 138 A; 213 C; 192 G; 112 T 
gggtcccgat gagcctcctg ttgcctccgc tggcgctgct 
tggccccagc cacagccgcc actgcctacc ggccggactg 
cccgcgcccg ggtagagacc tgcgggggat gacagctgaa 
ctttcgtcac gcaggacatt ccattctatc acaacctggt 
ccgaccctga gctcgtgctg ctgggccgcc gctacgagga 
gtgaaatgac ccgcgaagag atcaatgcgc tagtgcagga 
cggcgtccga cgcgcaggtg ccccccgagt acgtgtgggc 
aaacttcgga ccacgctgac ctgtaggtcc gggggcgcgg 
ctgagtcctg gagacagaat gaagcgctca gcatcccggg 
ccgatgcccg tccccgggcc agcagggatg gggttgggga 
tcttccccag ctccactaaa ttcctcctgc ttaaaaaaaa 



1. .656 

/db_xr ef = " taxon : 9 6 0 6 " 
/db_xref = "UNILIB : 548 8" 
/ organ ism="Homo sapiens" 
/ clone_l ib= " HTMl " 

/tissue_type= M Trabecular meshwork 



1 other; 
gctgcttctc 
ggaccgtctg 
ccgcctaaag 
gatgaaacac 
actagagcgc 
gctcggcttc 
gcccgcgaag 
cggagctggg 
aatacttctc 
gktctcccaa 
aaaaaaaaaa 



•I 



gcggcgcttg 
agcggcctaa 
gaggtgaagg 
ctccctgggg 
atcccactca 
taccgcaagg 
cccccagagg 
acctacctgc 
ttactgagag 
cccactttct 



aaaaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
656 



// 
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A7 - 10/021,718 



ID AY043487 standard; RNA; HUM; 718 BP. 
XX 

AC AY043487; 
XX 

SV AY043487.1 
XX 

DT 05-DEC-2001 (Rel. 70, Created) 

DT 15-FEB-2002 (Rel . 70, Last updated, Version 2) 
XX 

DE Homo sapiens selenoprotein SelM mRNA, complete cds. 

XX 

KW 

XX 

OS Homo sapiens (human) 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebra ta; Euteleostomi; Mammalia; 

OC Eutheria; Primates; Catarrhini; Hominidae; Homo. 

XX 

RN [1] 

RP 1-718 

RX MEDLINE; 21829270. 

RX PUBMED; 11839807. 

RA Korotkov K.V., Novoselov S.V., Hatfield D.L., Gladyshev V.N.; 

RT "Mammalian selenoprotein in which selenocysteine (Sec) incorporation is 

RT supported by a new form of Sec insertion sequence element"; 

RL Mol. Cell. Biol. 22(5) : 1402 - 1411 (2002) . 

XX 

RN [2] 

RP 1-718 

RA Korotkov K.V., Novoselov S.V., Hatfield D.L., Gladyshev V.N.; 
RT 

RL Submitted (03 - JUL-2001) to the EMBL/GenBank/DDBJ databases. 

RL Biochemistry, UNL, 1901 Vine, Lincoln, NE 68588-0664, USA 
XX 

DR SPTREMBL; Q8WWX9 ; Q8WWX9 . 



XX 

FH Key Location/Qualifiers 
FH 

FT source 1..718 

FT / chromosome= "22" 

FT / db_xref = " t axon : 9 6 0 6 " 

FT / organ ism=" Homo sapiens" 

FT CDS 90.. 527 

FT /codon__start=l 

FT / db_xr e f = " S PTREMBL : Q 8WWX9 " 

ft /note=" selenocysteine" 

FT /transl_except=(pos:231. . 233 ,aa: OTHER) 

FT /product=" selenoprotein SelM" 

FT / pr o t e in_id= " AAK9 5397.1" 

FT / trans la t ion= " MSLLLPPLALLLLLAALVAPATAATAYRPDWNRLSGLTRARVETC 

FT GGXQLNRLKEVTCAFVTQDIPFYHNLVMKHLPGA^ 

FT INALVQELGFYRKAAPDAQVPPEYVWAPAKPPEETSDHADL" 

FT misc_feature 580. .626 

FT /note="selenocysteine insertion sequence element (SECIS) " 

XX 



SQ Sequence 718 BP; 128 A; 242 C; 221 G; 127 T; 0 other; 

gattggcctc gaggcaagat tcggaagagc gtggcgcagc gactcggagg ttcgcctcca 60 

gcttgcgcat catctgcggc cgggtcccga tgagcctcct gttgcctccg ctggcgctgc 120 

tgctgcttct cgcggcgctt gtggccccag ccacagccgc cactgcctac cggccggact 180 

ggaaccgtct gagcggccta acccgcgccc gggtagagac ctgcggggga tgacagctga 240 

accgcctaaa ggaggtgaag gctttcgtca cgcaggacat tccattctat cacaacctgg 300 

tgatgaaaca cctccctggg gccgaccctg agctcgtgct gctgggccgc cgctacgagg 360 

aactagagcg catcccactc agtgaaatga cccgcgaaga gatcaatgcg ctagtgcagg 420 

agctcggctt ctaccgcaag gcggcgcccg acgcgcaggt gccccccgag tacgtgtggg 480 

cgcccgcgaa gcccccagag gaaacttcgg accacgctga cctgtaggtc cgggggcgcg 540 
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